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Abstract Objective:To study the mechanism of Banxia Xiexin Decoction ({22 {5.0>%) in treating dyspnea
by using network pharmacology method. Methods:The active components of Banxia Xiexin Decoction and
predicted target of medicinals were obtained from TCMSP database,and dyspepsia disease genes were
obtained from CTD database. The STRING online tool was used to construct the protein interaction network,
the Cytoscape software was used for protein network visualization,the DAVID tool was used for GO and
KEGG signal pathway analysis,and the cytoHubba and MCODE plug-ins were used to find out the key
genes. Results: There were 147 intersection genes in dyspepsia,related to drug reaction,NO synthesis,
vasoconstriction,and neurohormonal receptors,etc. The results of KEGG signaling pathway showed that the
intersection genes were enriched in neuroactive ligands,cholinergic,serotoninergic ,dopaminergic synapses,and
calcium signaling,cAMP signaling,cGMP-PKG signaling pathways,which are closely related to gastrointestinal
motility. A total of 11 key target genes,DRD2,
ADRA2C,ADRA2A,CXCL8,CHRM4,0PRM1,0PRDI,
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neurotransmitters and receptors, gastrointestinal motility and sensation. Conclusion:The mechanism of Banxia

Xiexin Decoction in the treatment of dyspepsia is a complex process with multiple targets and multiple

pathways,and its mechanism may be regulating neurotransmitters, gastrointestinal motility and other related

pathways.
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